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/ lllumina bovine snp50 beadchip
A 54 001 SNPs

46 267 tSNPs
AMAF O 0.01

Acall rate

average call rate

A 99.66% (all SNPS)
A 99.75% (tSNPs)

average MAF
A 0.23 (all SNPs)

A 0.26 (tSNPs)

Polish GEBV LD small chip epistasis longitudinal effects



TRAITS

/ All traits subjected to the national evaluation
production
A 3
udder health
A1
conformation
A 21

fertility

A 4 /
... except functional longevity |

Polish GEBV
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longitudinal effects

epistasis

LD small chip
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SNP EFFECTS

/ SNP effect estimation
Ay deregressed EBV

A p  general mean
A g SNP

A Z «{-1,0,1}
A e residual

covariance structure

g 46267 x 46267 e 1227 x 1227

/

Polish GEBV



