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SYSTEMY INFORMATYCZNE W HODOWLI ?7?7?

IND P.0 P.132 P.265 P.397 P.530
346 0.2999 1.3938 4.047 8.9365 14.4663
347 04265 1.9578 6.6809 15.9458 27.3269
348 0.4991 2.0284 6.0664 13.7166 22.7103
349 0.1739 1.2515 4.4695 11.0793 18.7735
350 0.3712 1.8365 5.9575 14.4277 23.8408
351 0.2727 1.3336 3.9884 8.7238 14.138
352 1.1542 3.7294 9.8721 20.2459 32.292
353 0.3175 1.7614 5.678 13.824 22.7556
354 0.1726 1.2156 4.464 11.2814 19.679
355 0.6935 2.8703 8.4873 19.1791 30.8544
356 0.5498 2.3433 7.2887 17.2022 28.4123
357 0.7276 25778 7.4177 16.2656 25.7423
358 0.5879 2.3876 7.0633 17.2328 28.7312
359 0.4806 2.339 7.7452 18.9444 31.8284
360 0.481 2.2166 7.087 17.0398 27.9577
361 0.2769 1.66 5.6707 14.9897 25.8092
362 0.7281 2.6245 7.3139 16.0735 26.359
363 0.3418 1.6791 5.6198 13.568 22.6985
364 0.3764 1.7024 5.2701 12.5866 21.5353
365 0.5849 2.1908 6.2308 13.3812 21.5758

2322 0.4557 2.0123 6.5413 15.8839 27.1157
2323 0.9373 2.9758 7.8287 16.8056 27.2537
2324 1.1379 3.5646 9.4117 19.5729 30.2244
2325 0.9656 3.0088 7.6854 15.6073 25.0472

N = 1000



SYSTEMY INFORMATYCZNE W HODOWLI ?7?7?

[Header]

BSGT Version
Processing Date
Content

Num SNPs
Total SNPs
Num Samples
Total Samples
[Data]

SNP Name
ARS-BFGL-BAC-10172
ARS-BFGL-BAC-1020
ARS-BFGL-BAC-10245
ARS-BFGL-BAC-10345
ARS-BFGL-BAC-10365
ARS-BFGL-BAC-10375
ARS-BFGL-BAC-10591
ARS-BFGL-BAC-10793
ARS-BFGL-BAC-10867
ARS-BFGL-BAC-10919
ARS-BFGL-BAC-10952
ARS-BFGL-BAC-10960
ARS-BFGL-BAC-10975
ARS-BFGL-BAC-10986
ARS-BFGL-BAC-10993
ARS-BFGL-BAC-11000

3.2.32
11/24/2008 10:14 AM

54001
54001
32
1054

Sample ID

4408169492 K
4408169492 K
4408169492_K
4408169492 K
4408169492 K
4408169492_K
4408169492_K
4408169492 K
4408169492_K
4408169492_K
4408169492 K
4408169492_K
4408169492_K
4408169492 K
4408169492 K
4408169492_K

N =56 502 470

GC Score Index

0.883

0.899
0.6582
0.9092
0.8021
0.8858

0.867
0.8722
0.9316
0.7805
0.9314
0.6543
0.8622
0.8687
0.8146
0.9135

BovineSNP50_A.bpm

Allelel -
AB

1B
2B
3B
4A
5B
6A
TA
8B
9A
10A
11B
12B
13A
14A
15A
16A

Allele2 -
AB Chr

>WWWOWWWwWowWWWwwWwWwWwm

Position
14 4736993
14 6339014
14 30073020
14 4497877
14 25140301
14 4983527
14 15446975
14 27452258
14 32700054
14 29520816
10 19315327
10 21056606
10 21682679
10 25897020
10 80403647
10 81191638

GT Score

0.849
0.8626
0.71
0.8721
0.833
0.8513
0.8363
0.8403
0.8949
0.778
0.8947
0.7079
0.8358
0.8376
0.7993
0.8762
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PROJEKT - ZASTOSOWANIE INFORMATYKI W HODOWLI
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PROJEKT - ZASTOSOWANIE INFORMATYKI W HODOWLI

Cechy
A produkcyjne: 3
Atypu: 21
Azdrowotnoéél
Ap’fodnoéé: 4

Ad’fugowi excznolsc
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ESTYMATORY EFEKTOW POSZCZEGOLNYC
WYDAJNOSCI MLEKA
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CHARAKTERYSTYKA WYKLADOW

1. Systemy informatyczne w hodowli:
A Wykorzystanie i tworzenie baz danych
A Zastosowanie programow k.
A Poszukiwanie genow

A Ocena wartos$ci hodowl ane
2. Pytania !l!

3. Obecnos¢ na wyktadach



CHARAKTERYSTYKA WYKLADOW

BAZY DANYCH

Wy k gwasdt npny

Bazy danych wartoSci produkcyj nych i

Struktura efektywnej bazy danych. Zastosowanie pakietu MS Excel

Zastosowanie pakietu MySql

DETEKCJA GENOW
5. Detekcja gen-w gg-wnych w pop uwpranagzene h

6. Przykgady program:- w: SAS

7. Przykgady @TLeegpreasnQTlrcartographer




CHARAKTERYSTYKA WYKLADOW

OCENA WARTOSCI HODOWL ANEJ
Obliczanie wsp-gpzyyhkikhkayi pbogdam- w

Ocena wartoSci hodowll avprevpdzemig d ga ml ec zn
. Model ojcowski i programy SAS i AsSREML

. Model osobniczy, laktacyjny i programy SAS i ASREML

. Mo del osobniczy z regr ebwpeowrdzeme a pr - bn
. Mo del osobniczy z regr esprogranAsdEAMa pr - bn

.Ocena wartoSci hodowl ane|j fi wprdwadgeai@ al n e

.Ocena wartoSci hodowl ane| fi progkam SwwvivakKit n e



CHARAKTERYSTYKA CWI CZEN

1. Obecnosc
2. Zaliczenie (bez poprawek !'l)—-sr edni a oce

3. Oceny:
A 3kolokwia-bez poprawek ! 1, wy

4. Praca samodzielna przy komputerze

b Zat ozemiag omosc pakietu SAS



CHARAKTERYSTYKA CWI CZEN

BAZY DANYCH

Lwi czenia wstfpne

Korzystanie z bazy danych wartoSci hod

Zapoznanie sin ze zbior ami danych prze
4. + 5, Zastosowanie pakietu MySql do tworzenia baz danych

. Kolokwium 1

DETEKCJA GENOW

7. Detekcja gen-w gg-wnych, -wpaowddzesieo wani e
8. Detekcja gen-w gg:-wnych, -walsonmnasoiwano el
9. Detekcja gen-w gg-wnych, -zas¢eopoetadcia

10. Kolokwium 2




CHARAKTERYSTYKA CWI CZEN

OCENA WARTOSCI HODOWL ANEJ

11.0cena wartoSci hodowilvaykqgnamoea ed b loij coe

12.0cena wartoSci hodowlianmy&kjo,n ama cee lo bd 9 cclzm

13.0cena wartoSciiwilkadd wlzarcqgija i analiza w
14. Kolokwium 3 / Projekt

15. Zaliczenie




KONTAKT

adres:

kontakt:

konsultacje:

Informacje:

Katedra Genetyki i Og -
ul. KoUuchowska 7
http://www.biometria.fora.pl — Systemy ...
iIndywidualnie

http://www.up.wroc.pl/~szyda — Systemy ...

http://theta.edu.pl — Systemy ...



http://www.biometria.fora.pl/
http://www.up.wroc.pl/~szyda
http://www.up.wroc.pl/~szyda
http://www.up.wroc.pl/~szyda
http:///
http:///
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| ) SAS OnlineDoc 7 SSaS K.

R About This Documentation
= B What's New in SAS 9.0, 9.1, 9.1.2, and 9.1.3

= [ Where to Go for Additional Documentation SAS onlil‘leDOC 9-1-3

A SAS Procedures

CHE Base SAS m Getthe
5 [y SAS/ACCESS Software Latest News
@ [ SAS/AF m Send Us
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= [y SAS Bl Dashboard User's Guide
= B SAS/CONNECT User's Guide

= [ SAS Data Integration Studio User's Guide

= [y SAS Data Providers: ADO/OLE DB Cookbook
CHE SAS Data Quality Server: Reference

= [y SAS/EIS




LITERATURA

ASReml: http://www.vsni.co.uk/resources/documentation/asreml-user-guide/

Home Software Bioscience Downloads Resources About VSNi

HOME / RESOURCES

ASReml User Guide

ASReml User Guide, Release 2, by Arthur Gilmour, et al. Published 2006
by VSN International, ISBN 1-904375-21-9.

DOCUMENTATION

EXPLORE DOCUMENTATION
ASReml User Guide

This is an introductory guide to GenStat Getting Started
ASReml Release 2, with
worked examples and
exercises.It covers the
Windows interface for data
management and graphics,
and introduces basic statistics,
regression, analysis of
variance, design of
experiments and the analysis
of mixed models by REML. The
final chapter introduces the
use of ASReml. The data sets
used in the examples and
exercises are provided on-line,
in the Courses folder,
alongside the folder of the ASReml executable.

ASReml

2 GenStat Introduction
User Guide '

GenStat Microarray

TAIUITS
Irr-!\‘(.

i

New Events for 2009

We've added more events for

W U -d_, ( Vi )
Download pdrquide {2 MB) 2009, why not take a look and

Forum Webstore

[*7] contact -+ Sitemap
CATEGORIES
CASE STUDIES
HOME PAGES
NEWSLETTERS

SOFTWARE CHOICE

RELATED PAGES

Your Research

Vision No. 8 June 2008
Vision No. 7 March 2008
Vision No. 6 December 2007

Vision No. 4 June 2007
Vision No. 2 November 2006
Vision No. 1 July 2006
Upgrade

Tutorials

Trial

Search

l_| Terms & Conditions




High Performance QTL Analysis Via The Grid

G
‘9‘;‘ An Integrative Biology Project
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LITERATURA

QTL Cartographer: http://statgen.ncsu.edu/qgtlcart/
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contact site map “home

Statistical Genetics & Bioinformatics

Biocinformatics
Research
Center

| Manual | FTP Directory | Manual Pages | Data | Presentations | Windows QTL
Cartographer | Mailing List |

QTL Cartographer

is a suite of programs to map quantitative traits using a map of molecular markers.
The programs are available via an anonymous fip server. See the EEADME for maore
information. You will also want a copy of Gnuplot to display plots made by QTL
Cartographer. Gnuplot is freely available on the web. Do a search to find the latest
version for your operating system.

Windows QTL Cartographer

Windows QTL Cartographer is a user friendly version of QTL Cartographer. It has a
GUlinterface and runs under Microsoft Windows.

Manual

The manual for QTL Cartographer is written in LaTeX2e. An Adobe Portable
document format (pdf) version is available with the distribution of the programs. Look
in the doc/pdf folder for the manual.pdf file. This file can be printed orviewed using
Acrobat Reader, available through the Adobe website. The manual has also been
translated into html. It is available through the following link. Please note that the
translator is not perfect: The pdf form of the manual is much maore accurate.
Specifically, latexZhtml failed to translate figure 2.4 and simply printed 2.3 twice.
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